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Human subcutaneous adipocytes Figure 1A raw data
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Combined data quantification of primary adipocytes 
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Human subcutaneous adipose tissue samples Figure 1C raw data
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3T3-L1 and Rat SVF Figure 2A-B raw data
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image4.emf
set 1 backgroundband intensity backgroundband intensity backgroundband  intensity

untreated 7 49 42 21 136 115 23 105 82

AG205 11 135 124 30 150 120 32 151 119

PB28 9 92 83 35 155 120 34 127 93

set 2

untreated 13 76 63 8 130 122 8 61 53

AG205 17 121 104 16 82 66 15 98 83

PB28 21 142 121 16 136 120 18 101 83

set 3 untreated 13 79 66 17 134 117 17 93 76

AG205 21 141 120 20 136 116 21 138 117

PB28 17 120 103 24 140 116 26 142 116

statistics AVG ST dev AVG ST dev AVG ST dev

untreated 57 13.0767 untreated 118 3.605551 untreated 70.33333 15.30795

AG205 116 10.58301 AG205 100.6667 30.08876 AG205 106.3333 20.23199

PB28 102.3333 19.00877 PB28 118.6667 2.309401 PB28 97.33333 16.92139

Pooled donor samples Low BMI donor samples High BMI donor samples


